[Proposition of chemical topology of principal antiviral molecules by a multiparameter mathematic model: the minimal length graph].
The developed formula of some 200 antiviral molecules were treated by molecular connectivity matrix method. This technic allows the search and the automatically count of structural binary fragments of these molecules. It has been possible to establish a spanning tree (Prim's arborescent squeleton) which gathers the different molecules and permits to put a priori some new structures.